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Background and objectives Red blood cells that are stored for transfusions as red
cell concentrates (RCCs) undergo changes during the storage period, culminating
in the lysis of the cells. The goal of this work is to find markers that are linked
to high haemolysis, in order to explain the inter-donor variability that is known
to occur in storage quality, and also the known differences between RCCs from
male and female donors.
Materials and methods The relative amounts of lipids at the end of the storage
period were compared for one group of low haemolysis samples (24 units, all
≤015% haemolysis), and one group of high haemolysis samples (26 units, all
≥05% haemolysis). Representative lipids were analysed from different lipid
classes, including cholesterol, phosphatidylcholine, phosphatidylethanolamine,
sphingomyelin and ceramide. Whole membrane preparations were analysed with
one mass spectrometry technique, and lipid extracts were analysed with a second
mass spectrometry technique.
Results The ratio of palmitoyl-oleoyl phosphatidylcholine (POPC) to sphin-
gomyelin was different for the high and low haemolysis groups (P = 00001) and
for the RCCs from male and female donors (P = 00009). The ratio of cholesterol
to phospholipids showed only minimal links to haemolysis. Higher relative
amounts of sphingomyelin were associated with lower haemolysis, and higher
relative amounts of ceramides were associated with increased haemolysis.
Conclusion The level of sphingomyelinase activity and the resulting ratio of sph-
ingomyelin to POPC is proposed as a possible marker for RCC storage quality.
Key words: storage, erythrocytes, lipid bilayers, mass spectrometry, sphin-
gomyelin, ceramide.
Introduction
When red blood cells (RBCs) are stored for transfusions,
additives in the bags extend the shelf life of the cells, but
there are still changes that take place over the course of the
storage period. One of the significant changes is that cells
can lyse, a change that is clearly irreversible and that consti-
tutes one of the primary indicators of the storage quality [1].
The extent of the haemolysis increases with time and renders
the unit unsuitable for transfusion if it reaches beyond a
threshold level (08%, Europe/Canada; 1%, USA).
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One of the challenges with measurements of storage
quality is that RBCs from different donors can lyse at dif-
ferent rates. It is therefore of interest to find markers that
are linked to the haemolysis; this could aid in prediction
of the storage quality at the beginning of the storage per-
iod and potentially provide a foundation to build on for
storage quality improvements. The levels of ATP and
other metabolites in stored RBCs have been found to have
an inheritable component [2], but a large-scale study on
the metabolites from RBCs collected from donors previ-
ously shown to have either low or high haemolysis did
not establish donor-specific clustering of the measured
metabolite levels [3].
The RBCs that are collected from female donors have,
on average, better storage quality [4-6]. There is a distri-
bution of haemolysis values for RBCs from both male and
female donors at the end of the storage period, but a
large-scale study has shown that this distribution is
shifted towards lower haemolysis values for RBCs from
female donors [4]. The reason for the sex-related differ-
ence in the haemolysis of stored RBCs has been attributed
variously to differences in the levels of progesterone [6]
and testosterone [4], but these publications addressed the
biological cause of the difference, rather than specific
structural variations in the RBC membrane that could be
directly linked to haemolysis. The RBC membrane lipids
are primarily cholesterol and phospholipids, so that it is
unlikely that hormones play a direct structural role in the
lipid bilayer. It therefore remains to identify the structural
basis of the variable haemolysis.
Haemolysis can involve both the release of free haemo-
globin or else the release of small vesicles that can bleb
off from the cell surface [7,8], but all forms of haemolysis
will necessarily involve disruption of the red blood cell
membrane. In this work, we therefore take the simple and
direct approach: we assume that variation in the lysis of
the RBC membrane is associated with variation in the
membrane structure, and therefore investigate the mem-
brane lipids. The lipid composition of the RBC membrane
is assessed at the end of the storage period and is com-
pared for RBCs from low and high haemolysis samples
and for RBCs from male and female donors.
The lipid bilayer portion of the RBC membrane is
approximately 45 mol% cholesterol and 55 mol% phos-
pholipids; the phospholipids are about 29% phosphatidyl-
cholines (PC), 27% phosphatidylethanolamines (PE), 25%
sphingomyelins (SM), 15% phosphatidylserines (PS), and
a small percentage of other lipids classes [9]. The category
of lipid is determined by the hydrophilic head group in
the case of PC, PE and PS, and by the presence of sphin-
gosine in the case of SM. For PC, PE and PS, the lipids
also have two acyl chains that can vary in length and
in number or position of the double bonds; for SM,
the sphingosine can vary, as can the one acyl chain pre-
sent. For the work presented here, representative lipids
were chosen from each category based on the distribution




The RCCs were prepared by the German Red Cross Blood
Service of Baden-W€urttemberg – Hessen. Whole blood is
collected by weight with an allowed range of 450–505 g.
The blood is then anticoagulated with ACD (acid citrate
dextrose solution) and processed by buffy coat removal
and leucocyte filtration to reduce leucocytes and platelets.
The haematocrit of the initially collected whole blood is
not measured, but the volume of the final RCCs, which
have a haematocrit (volume fraction) of 060 – 003 l/l, is
recorded; the RCC volume is an indirect measure of the
initial whole blood haematocrit. The RCCs were stored in
PAGGSM for 42 days at 2–6°C, after which the haemoly-
sis was measured by the quality control (QC) laboratory
that monitors 1% of the units collected in the Baden-
W€urttemberg—Hessen region. Free haemoglobin (Hb) was
measured following the three wavelength method [10],
using a kit from Bioanalytic (Umkirch/Freiburg, Ger-
many); the haemolysis was then calculated using the free
Hb values together with haematocrit and total Hb deter-
mined using a CELL-DYN Ruby haematology analyser
(Abbott Diagnostics, Abbott Park, IL, USA).
Groups of high and low haemolysis samples were
obtained from the QC laboratory as described for a previ-
ous work that analysed RBC morphology [11]. The QC
laboratory identified low and high haemolysis samples
each week for five weeks of its routine analysis. The
lipids were prepared from these samples as described
below within 2 days of the haemolysis measurements and
stored frozen. In total, we collected lipids from 26 units
of high haemolysis samples, all with haemolysis ≥05%,
and from 24 units of low haemolysis samples, all with
haemolysis ≤015%. Of these samples, 22 came from
female donors and 28 came from male donors. Donors
self-identified as male or female and we therefore use the
term gender when referring to our samples. A total of
636 units was assessed by the QC laboratory. Characteris-
tics including blood type and storage bag are given in the
Tables S1-S3. The distribution of haemolysis values for
the low and high haemolysis groups is given in the
results section. Ethical approval for the experiments
described here was granted by the Medical Ethics Com-
mittee of the Medical Faculty Mannheim, Heidelberg
University.
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Quality control laboratory data
The quality control laboratory data for one year (1 year
and three weeks) for the Baden-W€urttemberg—Hessen
region was used for comparison of the 50 high–low
haemolysis samples with the general population and also
for additional analysis.
Preparation of RBC ghosts for mass spectrometry
The RCCs from the high and low haemolysis groups were
centrifuged briefly so that a fixed volume of packed cells
could be removed for preparation of washed membranes. The
packed RBCs (300 µl) were washed 49 in water, with cen-
trifugation of the lysed cell membranes for 10 min at
2500 g. After the final wash, 100 µl of the pellet was col-
lected. The RBC ghosts were prepared each week that the
samples were obtained from the QC laboratory and then fro-
zen. Samples were then thawed for the matrix-assisted laser
desorption–ionization-time-of-flight mass spectrometry
(MALDI-ToF), described below and in the supporting infor-
mation.
Preparation of lipid extracts for HPLC coupled to
mass spectrometry
Lipid extracts were prepared for analysis by HPLC cou-
pled to electrospray ionization quadrupole–time-of-flight
mass spectrometry (ESI-Q-ToF). The RCCs from the high
and low haemolysis groups were washed 49 in phos-
phate-buffered saline prepared from tablets (VWR), and
20 ll of packed RBCs was collected for the lipid extracts.
Lipids were extracted as described elsewhere [9], with
minor modifications. Methanol (100 ll, Merck) was added
to the packed RBCs in microcentrifuge tubes, mixed and
left for 30 min; at the end of the 30 min, 100 ll of chlo-
roform was added, and the tubes were mixed by vortex-
ing and then left for another 30 min. The liquid phase
was then collected, and the solvents were added again to
the precipitate for a second extraction, but with the
methanol and chloroform added together and then left
for 30 min. The collected supernatants were then cen-
trifuged a second time to remove unwanted fragments of
precipitate. Additional chloroform was then added
(320 ll) along with 80 µl of 50 mM KCl; tubes were
mixed and then allowed to sit overnight at 6°C; the tubes
were then centrifuged; 320 ll was collected from the bot-
tom phase, dried under N2 and stored dry at -20°C.
Analysis of RBC ghosts by MALDI-ToF
The RBC ghost preparations were collected and then anal-
ysed at the same time by matrix-assisted laser
desorption–ionization time of flight mass spectrometry, or
MALDI-ToF, as described in more detail in the supporting
information. The MALDI-ToF analysis provides high-reso-
lution m/z values but without the potential for further
fragmentation of the parent ion. Lipids known to be pre-
sent in high quantities such as cholesterol and POPC can
be identified, but it is not possible to distinguish between
structures that have the same molecular weight.
Analysis of lipid extracts by ESI-Q-ToF
The ESI-Q-ToF is a tandem mass spectrometer that can frag-
ment the initially obtained parent ions, thus providing
robust identification of the observed peaks. One part of the
ESI-Q-ToF analysis was to confirm the identity of the peaks
at m/z values of 70356 and 72556 as determined by
MALDI-ToF, while a second part was to obtain relative con-
centrations of representative lipids from the different phos-
pholipid groups. Experiments were done in positive ion
mode and were therefore unsuitable for analysis of
phosphatidylserines or phosphatidylinositols. For
phosphatidylcholines, POPC was analysed; for phos-
phatidylethanolamine, PE(16:0/18:1); for sphingomyelins,
SM(d18:1/16:0). The selection of the PE and the SM was
based on the known frequency of the fatty acyl chains. The
SM(d18:1/16:0) was identified as the peaks at 70356 (the
[M + H]+ peak) and at 72556 (the sodium adduct), based on
elution times and fragmentation patterns. The PE was identi-
fied based on the presence of the diacylglycerol-like frag-
ment at the m/z value corresponding to the parent ion (m/z
of 71753) minus the PE head group. A ceramide (Cer(d18:1/
20:1), from Merck/Avanti) was used as a reference standard.
Statistical analysis
Results are presented as comparisons between pairs of
defined sample groups. The Wilcoxon–Mann–Whitney U-
test was used to check for systematic differences between
the pairs of sample groups, using the calculations on the
Vassar website (http://vassarstats.net/utest.html). The two-
sided P values are reported with no correction for multiple
tests. The values are reported in the captions of the associ-
ated figures and are also summarised in tables in the sup-
porting information. The increased probability of having a
false positive due to multiple tests is discussed briefly.
Changes in the lipid ratio as a function of time
A small-scale study with 12 units of RCCs stored in
SAGM was done to assess the changes in the lipid com-
position as a function of time. Lipids were extracted at
weeks 1 and 5. Additional details are provided in the
Supporting Information.
© 2020 The Authors.
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Results
Haemolysis values in the samples and in the
overall population
The first requirement of this work is to identify sample
sets with good and poor storage qualities, which is to say
low and high haemolysis. The distribution of the haemol-
ysis values in the low and high haemolysis groups is
shown in Fig. 1a. When the haemolysis values are
grouped according to whether the donor was male or
female, as shown in Fig. 1b, it can be seen that the low
haemolysis group is predominantly from female donors,
and the high haemolysis group is predominantly from
male donors. The exaggerated difference between RBCs
from male and female donors is due to the collection of
the samples from the extreme ends of the range of
haemolysis values: when the comparison is made for the
general population, as in Fig. 1c, it can be seen that the
difference is less pronounced. The difference in the distri-
bution of haemolysis values between male and female
donors is shown in Fig. S1 of the supporting information
and corresponds well with the difference that has been
reported for RBCs stored in SAGM [4].
Analysis of lipids with mass spectrometry
The analysis and identification of the lipids is described
in detail in the supporting information. The MALDI-ToF
peaks of interest were at m/z 36935 for cholesterol (from
the ion [M + H-H2O]+, due to cholesterol after loss of
water), m/z 76057 (POPC), and a pair at m/z 70356 and
m/z 72556, attributed to SM(d18:1/16:0) and the sodium
adduct, [M + Na]+. An additional unidentified peak at
m/z 61618 is discussed in the supporting information. The
lipids identified and analysed by ESI-Q-ToF were POPC
(parent ion m/z 76058), PE(16:0/18:1) (m/z 71854), SM
(d18:1/16:0) (m/z 70357), cer(d18:1/24:0) (m/z 64863)
and cer(d18:1/20:0) (sodium adduct, at m/z 61656). Fig-
ures in the results section show changes in lipid ratios;
separate values are shown in Figs S2 and S3 of the Sup-
porting Information.
The POPC:sphingomyelin ratio
Figure 2 shows the differences in the ratio of POPC to
sphingomyelin for the high and low haemolysis groups,
and for comparisons of male and female donors. The dif-
ferences are significant in all cases and are consistent for
the two different sample preparations and measurements
techniques (lipid extracts measured by ESI-Q-ToF, and
whole membrane preparations measured by MALDI-ToF).
The ceramide:sphingomyelin ratio
The ratio of ceramide content to sphingomyelin showed
some difference between the high and low haemolysis
groups, as shown in Fig. 3, with a significant difference
seen for the cer(d18:1/24:1), but not for the cer(d18:1/
20:0) sodium adduct. No differences were seen between
male and female donors (Fig. 3, bottom row).
Ratios of cholesterol to PC, PE and SM
The measurements with the ESI-Q-ToF showed that the
ratio of cholesterol to representative lipids from three
Fig. 1 (a) Comparison of haemolysis values for the high and low haemolysis groups of the high–low haemolysis sample set, (b) comparison of haemoly-
sis for male and female donors from the high–low haemolysis sample set and (c) comparison of haemolysis for male and female donors for the overall
population. The midline of the boxes indicates the median and the top and bottom ends indicate the quartiles. For graphs a and b, the whiskers show
the maximum and minimum values. Graph c is shown with the same axes, for comparison; the maximum and minimum reported haemolysis values were,
respectively, 61% and 005% for the female donors and 824% and 0% for the male donors. For the comparisons in graphs a and c, the Mann–Whitney
U-test showed P < 00001; for graph b, P = 00004.
© 2020 The Authors.
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classes of phospholipids had no variation with the high
and low haemolysis groups, or with donor gender, as
illustrated in Fig. 4 (all P values ≥007, see figure cap-
tion). The measurements made with MALDI-ToF showed
small differences in lipid ratios for the low and high
haemolysis groups (P = 0021 for cholesterol/POPC and
P = 0066 for cholesterol/SM), and in the comparisons for
male and female donors (P = 0050 for cholesterol/POPC
and P = 0441 for cholesterol/SM), as shown in Fig. S4 of
the supporting information. The differences in the choles-
terol:POPC ratio for the MALDI result would be signifi-
cant if considered as a single experiment (P < 005).
Storage quality of RCCs from female donors not
due to low haematocrit
One possibility is that the improved storage of RBCs from
female donors is due to the lower haematocrit of the ini-
tially collected blood, an effect that could be associated
with a higher turnover of the RBCs and hence a younger
average age of individual cells. If this were the case, it
should be possible to find a link between lower haemat-
ocrit and improved storage quality. Although haematocrit
of the collected blood is not measured directly, it can be
inferred from the volume of the processed RCCs, together
with the RCC haematocrit. If the haematocrit of the ini-
tially collected blood is low, then the RCCs, which are
processed to produce a defined haematocrit range, will
have a lower volume. Fig. 5 uses the quality control labo-
ratory data for the year and compares the product of the
RCC volume and RCC haematocrit for low and high
haemolysis groups. The division into low and high
haemolysis is arbitrary, and has been done here to match
the values used for the group of 50 samples, with the low
haemolysis group being all the samples with haemolysis
≤015%, and the high haemolysis group being all samples
with ≥05%.
When the low and high haemolysis groups are com-
pared for the whole population, it can be seen from
Fig. 5a that the low haemolysis group does indeed have a
lower initial haematocrit (P < 00001) (more precisely, a
lower total volume of initially collected RBCs). When the
Fig. 2 Ratio of the mass spectrometry peak signals for POPC and a sample SM, showing the link between the POPC: SM ratio and the RBC storage qual-
ity. Ratios are of peak areas for ESI-Q-ToF (a, c) and peak heights for MALDI-ToF (b, d). The ratios are different for the low and high haemolysis groups
of the high–low haemolysis sample set, for both ESI-Q-ToF analysis of the lipid extracts (a, P = 00001) and the MALDI-ToF analysis of the whole mem-
brane preparation (b, P < 00001). When the POPC:SM ratio is compared for female and male donors, the values are also different, in a manner consis-
tent with the known differences in storage quality that are illustrated in Fig. 1 (c, ESI-Q-ToF analysis of the lipid extracts, P = 00009, d, MALDI-ToF
analysis of the whole membrane preparation, P = 00045).
© 2020 The Authors.
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results are graphed separately for male and female donors
Fig. 5, however, this effect diminishes for RBCs from male
donors (P = 0018) and vanishes for RBCs from female
donors (P = 0596). It therefore appears that haematocrit
is not linked directly to storage quality.
Changes in the lipid ratio as a function of time
A small-scale study with 12 units of RCCs assessed at
weeks 1 and 5 of the storage period, as described in the
supporting information, showed that the extracted POPC
remained constant but that the extracted SM decreased,
thus increasing the POPC/SM ratio (Fig. S5).
Discussion
The POPC to SM ratio shown in Fig. 2 was different for
the high and low haemolysis groups, for both the lipid
extract (P = 00001) and the whole membrane analysis
(P < 00001). The POPC to SM ratio also differs for RBCs
from male and female donors, in a manner that reflects
the observed differences in haemolysis. The ratio of
cholesterol to phospholipids from three different
categories showed very little association with the haemol-
ysis level or with donor gender as shown in Fig. 4, and
the link between haematocrit of the initially collected
blood appears to be indirect and diminishes or disappears
when the results are separated by donor gender as shown
in Fig. 5. The ratio of POPC to sphingomyelin therefore
appears to be the most significant factor identified here
for both the differences in haemolysis and the donor gen-
der differences in storage quality.
It has been noted previously that the sphingolipid con-
tent of RBCs from male and female donors differs, with
RBCs from females having higher levels of some sphin-
gomyelins [12], a result that is consistent with the ratios
presented in Fig. 2. One possibility is that the increased
sphingomyelin content makes the membrane stronger and
therefore less prone to haemolysis. Sphingomyelins
increase the order in model lipid bilayers [13] and are also
associated with the formation of the more ordered struc-
tures of lipid rafts in vivo [14]. Vesicles prepared with sph-
ingomyelin and cholesterol are less prone to rupture than
vesicles of phosphatidylcholine and cholesterol [15].
A second possibility is that association between sphin-
gomyelin and haemolysis is less direct and relates to their
Fig. 3 Ratio of the mass spectrometry peak areas for ceramides and a sample sphingomyelin. Graphs a and b, top row, show ratios indicated on the y-
axes comparing the high and low haemolysis groups, for ESI-Q-ToF of lipid extracts; P values were, respectively 00013 and 0114. Graphs c and d, bot-
tom row, show comparisons for male and female donors, for ESI-Q-ToF of lipid extracts; P values were, respectively, 0126 and 0795. The ceramide at
m/z 61656 was identified as the sodium adduct of cer(d18:1/20:0).
© 2020 The Authors.
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role in the production of bioactive species. Sphin-
gomyelins are hydrolysed by the enzyme sphingomyeli-
nase to produce ceramides, which have been linked to a
form of RBC death that is analogous to apoptosis [16,17].
Fig. 3 shows differences in the ratio of one ceramide to
sphingomyelin but not a second ceramide and no
differences for male and female donors. Ceramides cause
lipid flip-flop and may cause the coalescence of lipid
domains, leading to lysis [18]. The lower levels of sphin-
gomyelin in RBCs from male donors could be due to
higher levels of sphingomyelinase activity, which could
then also be associated with increased ceramide formation
Fig. 4 Cholesterol to phospholipid ratios for the high and low haemolysis groups and for RBCs from male and female donors, showing that there is no
apparent link between RBC storage quality and the ratio of cholesterol and the three phospholipids tested, and also no link between donor gender and
the cholesterol to phospholipid ratios. All lipid measurements were made with the ESI-Q-ToF mass spectrometer. Graphs a-c, top row, show comparisons
of high and low haemolysis groups for (a) cholesterol:POPC, (b) cholesterol:PE and (c) cholesterol:SM; P values were, respectively, 0298, 0211 and
0114. Graphs d-f, bottom row, show comparisons of male and female donors, for (d) cholesterol:POPC, (e) cholesterol:PE and (f) cholesterol:SM; P values
were, respectively, 0070, 0144 and 0589.
Fig. 5 Product of RCC volume and RCC haematocrit (a measure of haematocrit of initially collected blood) for low haemolysis (≤0.15%) and high
haemolysis (≥0.5%) samples, for a, the whole population (P < 00001); b, female donors (P = 0596); c, male donors (P = 0018).
© 2020 The Authors.
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and the associated haemolysis. We note in passing that if
the formation of ceramides does cause relatively rapid
haemolysis in cells, then the presence of ceramide would
have been under-reported due to the sample preparation
used here: cells that had already lysed would have been
lost during the initial washing step. The measurements
made at weeks 1 and 5 in the smaller study (Fig. S5)
imply that the differences in the sphingomyelin levels are
generated over the course of the storage period, implying
that the sphingomyelinase activity has a significant effect
on the end of storage haemolysis.
If the ratio of phosphocholines to sphingomyelins is
associated with the haemolysis of RBCs, then it remains
to be seen what use can be made of this information.
Analysis of the lipid ratios would not be sufficient to
identify all of the high haemolysis donors and would not
be helpful if the characteristic ratios only appear later on
in the storage period. The other reason for identifying
causes of high haemolysis is, of course, to use the infor-
mation to make general improvements to the RBC storage
quality; it is possible that information about sphin-
gomyelins and sphingomyelin metabolism could be
employed in this regard. The amounts of some sphin-
golipids present can be increased if they are collected
from fasting subjects [12]; sphingomyelinase activity is
higher in the RBCs of people who drink more alcohol
[19,20]; the activity of sphingomyelinase has been char-
acterised [21] and could possibly be inhibited; the forma-
tion of ceramides and ceramide-related RBC death has
also be characterised, along with possible inhibitors [17];
ceramide domains have been associated with haemolysis
occurring after cooling [22]. A ceramide-mediated
haemolysis could also account for the improved RBC stor-
age in isotonic PAGGSM relative to the storage in the
hypertonic SAGM [23]: the formation of ceramides is
linked to the osmotically induced cell shrinkages [17],
and so the lower osmolarity of the PAGGSM could there-
fore account for its improvement of the RBC storage.
Future research could therefore focus on the role of sph-
ingomyelinases in RBC storage quality, or on the incorpo-
ration of the known aspects of sphingomyelin metabolism
into the search for methods to improve the storage qual-
ity of RBCs.
Acknowledgements
The authors thank the blood donors of Baden-W€urttem-
berg—Hessen and also Dr. Thomas Dengler and the Qual-
ity Control Laboratory (Institute for Transfusion Medicine
and Immunology, German Red Cross Blood Donor Ser-
vices Baden-W€urttemberg—Hessen, Mannheim).
Funding
Authors KAM and KB acknowledge support from the Ger-
man Research Foundation DFG (KM: ME 4648/2-1; KB:
BI 1308/5-1). Authors MM, FK and GBW acknowledge
support from the BioInterfaces in Technology and Medi-
cine (BIFTM) program of KIT.
Conflict of interest
The authors have no conflict of interest.
Author contributions
KAM designed experiments, prepared samples, analysed
data and wrote the paper; MM, FK and GBW prepared
samples and collected and interpreted mass spectrometry
data; KB arranged sample acquisition and represents the
QC laboratory for this work. All authors reviewed the
manuscript.
References
1 Hess JR, Sparrow RL, van der Meer PF,
et al.: Red blood cell hemolysis during
blood bank storage: using national
quality management data to answer
basic scientific questions. Transfusion
2009; 49:2599–2603
2 van’t Erve TJ, Wagner BA, Martin SM,
et al.The heritability of metabolite con-
centrations in stored human red blood
cells. Transfusion 2014; 54:2055–2063
3 D’Alessandro A, Culp-Hill RC, Reisz
JA, et al.: Heterogeneity of blood pro-
cessing and storage additives in
different centers impacts stored red
blood cell metabolism as much as
storage time: lessons from REDS-III–
Omics. Transfusion 2019; 59:89–100
4 Kanias T, Sinchar D, Osei-Hwedieh D,
et al.: Testosterone-dependent sex dif-
ferences in red blood cell hemolysis in
storage, stress and disease. Transfusion
2016; 56:2571–2583
5 Kanias T, Lanteri MC, Page GP, et al.:
Ethnicity, sex and age are determi-
nants of red blood cell storage and
stress hemolysis: results of the REDS-
III RBC-Omics study. Blood Adv 2017;
1:1132–1141
6 Raval JS, Waters JH, Setlsam A,
et al.: Menopausal status affects the
susceptibility of stored RBCs to
mechanical stress. Vox Sang 2011;
100:418–421
7 Hess JR for the BEST collaborative:
Scientific problems in the regulation
of red blood cell products. Transfusion
2012; 52:1827–1835
8 Almirzaq R, Tchir JDR, Holovati JL,
et al.: Storage of red blood cells affects
© 2020 The Authors.
Vox Sanguinis published by John Wiley & Sons Ltd on behalf of International Society of Blood Transfusion
Vox Sanguinis (2020) 115, 655–663
662 K. A. Melzak et al.
membrane composition, microvesicula-
tion, and in vitro quality. Transfusion
2013; 53:2258–2267
9 Dodge JT, Phillips GB: Composition of
phospholipids and of phospholipid
fatty acids and aldehydes in human
red cells. J Lipid Res 1967; 8:667–675
10 Harboe M: A method for determina-
tion of hemoglobin is plasma by near-
ultraviolet spectrophotometry. Scandin
J Clin Lab Investigation 1959; 11:66–
70
11 Melzak KA, Spouge JL, Boecker C,
et al.: Hemolysis pathways during
storage of erythrocytes and interdonor
variability in erythrocyte morphology.
Submitted to Transfus Med Hemother.
12 Hammad SM, Pierce JS, Soodavar F,
et al.: Blood sphingolipodomics in
healthy humans: impact of sample
collection methodology. J Lipid Res
2010; 51:3074–3087
13 de Almeida RFM, Fedorov A, Prieto
M: Sphingomyelin/ phosphatidyl-
choline/ cholesterol phase diagram:
boundaries and composition of lipid
rafts. Biophys J 2004; 85:2406–2416
14 Eggeling C, Ringemann C, Medda R,
et al.: Direct observation of the nanos-
cale dynamics of membrane lipids in a
living cell. Nature 2009; 457:1159–
1163
15 Rawicz W, Smith BA, McIntosh TJ,
et al.: Elasticity, strength, and water
permeability of bilayers that contain
raft microdomain-forming lipids. Bio-
phys J 2008; 94:4725–4736
16 Lang KS, Lang PA, Bauer C, et al.:
Mechanisms of suicidal erythrocyte
death. Cell Physiol Biochem 2005;
15:195–202
17 Lang F, Gulbins E, Lang PA, et al.:
Ceramide in suicidal death of erythro-
cytes. Cell Physiol Biochem 2010;
26:21–28
18 Contreras FX, Villar AV, Alonso A,
et al.: Sphingomyelinase activity
causes transbilayer lipid translocation
in model and cell membranes. J Biol
Chem 2003; 278:37169–37174
19 Reichel M, Greiner E, Richter-Sch-
midinger T, et al.: Increased acid sphin-
gomyelinase activity in periperal blood
cells of acutely intoxicated patients
with alcohol dependence. Alcoholism
Clin Exp Res 2010; 34:46–50
20 Reichel M, Beck J: ,M€uhle C et al.:
Activity of secretory sphingomyelinase
is increased in plasma of alcohol-de-
pendent patients. Alcoholism Clin Exp
Res 2011; 35:1852–1859
21 Jenkins RW, Canals D, Hannun YA:
Roles and regulation of secretory and
lysosomal acid sphingomyelinase. Cell
Signal 2009; 21:836–846
22 Montes LR, Lopez DJ, Sot J, et al.: Cera-
mide-enriched membrane domains in red
blood cells and the mechanism of sphin-
gomyelinase-induced hot-col hemolysis.
Biochemistry 2008; 47:11222–11230
23 Zehnder L, Schulzki T, Goede JS, et al.:
Erythrocyte storage in hypertonic
(SAGM) or isotonic (PAGGSM) conser-
vation medium: influence on cell prop-
erties. Vox Sang 2008; 95:280–287
Supporting Information
Additional Supporting Information may be found in the online version of this article:
© 2020 The Authors.
Vox Sanguinis published by John Wiley & Sons Ltd on behalf of International Society of Blood Transfusion
Vox Sanguinis (2020) 115, 655–663
Marker for RBC storage quality 663
